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Introduction HBV-CRA Provides Reproducible Measurements of HBV-Specific T Cell Function in
Longitudinal Samples from NUC-Treated CHB Patients
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Figure 2: CHB patients treated with NUC therapy (n=10) were followed longitudinally, and their
HBV-specific T-cell profile was analyzed monthly with the HBV-CRA. Secreted cytokine levels
measured at different time points were better correlated than those of ex-vivo ELISpot assays.

O We designed 15-mer peptides covering the
sequence of Small HDAg (S-HDAgQ) of
genotypes 1, 2, and 4 (109 peptides) and
of Large HDAg (L-HDAg) covering the 19
AA C-terminal extension (6 peptides).

O The 109 S-HDAg and the 6 L-HDAg
peptides were pooled and used to

HBV-CRA Measures Dynamic Kinetics of HBV-Specific T Cells in Patients with Acute HBV
Infection

peptide pools | Patient #1 Patient #2 Figure 3: Two patients with an acute
HBYV infection were followed
longitudinally until the resolution of the
infection. Their HBV-specific T-cell
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HBV-CRA Correlates with Ex-Vivo ELISpot Assay but Demonstrates #T 0 M F KX

Higher Sensitivity for Detecting HBV-Specific T Cells in CHB Patients Figure 4: Blood samples from CHB/HDV patients (n=17) were stimulated with peptide pools
HBV-CRA Ex-Vivo ELISpot Correlation covering HBV (Core, X, Pre-S, S, Pol1, Pol2) and HDV antigens (S-HDAg, L-HDAg). Secreted IFN-y,
XV P ! IL-2 and Granzyme B levels are shown in the heatmap for each patient (left). The ratio of Granzyme

180 s 3 , B vs IFN-y, in samples with detectable responses, is shown in the box plot (right).
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Figure 1: Fresh whole blood from CHB patients (n=10) was either
stimulated directly with HBV peptide pools for the HBV-CRA (left) or

heterogeneity among patients. Assessment of virological and biochemical biomarkers cannot
define the immune heterogeneity in chronically infected patients.

processed for PBMC isolation and ex-vivo ELISpot assay (middle). O Deciphering the functional secretome of HBV/HDV-specific T cells might provide a novel
Secreted IFN-y levels from HBV-CRA were correlated with the number of biomarker for the interpretation of host-viral interactions and can signpost the selection of novel
IFN-y —-SFU from ELISpot assays (right). immunotherapies.
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