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High frequency of liver cirrhosis in European patients with hepatitis D:
Data from a large multicentre study (D-SOLVE and HDV-1000 consortia)
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Background Aim:
Infection with the hepatitis D virus (HDV) can lead to hepatitis delta, which is + To screen a large multicentre cohort of well-defined HDV-
associated with a high risk of developing liver-related complications. infected patients from different European countries to better
* The global epidemiology and disease severity is highly heterogeneous. understand the epidemiology and to identify individual
« There is limited knowledge on disease pathophysiology and host-virus factors that determine infection outcome, thus providing the
interactions explaining the large inter-individual variability in the disease course. basis for an individualised treatment approach.
Methods:
« Observational, non-interventional, cross-sectional multicentre cohort.  Retrospective data from databases and patient records for each
* Inclusion criteria: detectable anti-HDV for at least 6 months. patient’s most recent visit (index visit).

« Participating centers: England, France, Italy, Germany, Romania and Sweden. « Biosample collection for virological and immunological analyses
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